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PR 1 0. 1 Chitinase DRR206 Defensin 
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FIGURE 2 



SUBSTITUTE SHEET (RULE 26) 



WO 00/01824 



0<J/743H° 



PCT/CA99/00608 



2/7 



PR10.1 chitinase Westar DRR206 defensin 
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SUBSTITUTE SHEET (RULE 26) 



09/743110 

WO 00/01824 PCT/CA99/00608 

5/7 

Drr206-transformed or untransformed B.napus 
inoculated with Lmaculants 
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Drr206-transformed or untransformed B. napus 
inoculated with Sclerotinia sclerotiorum 
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DRR2 06c genomic sequence, GenBank accession number AF115574 
Protein coding sequence is shown in translation. 

TCGAGTTTGA ATATTGTGTT TAATAAATTT ATACAGAGTT TCGTTTGATT TTATTTAAAT 60 
CTTCTAGATA TTGAGTTGAG TTACTCAATA AATTTTTTGC TCCGTCTTCC ATTGAATTTT 12 0 
TCGGTCATAA GGGTTAAGTA GTTAAAAAAA AGAAAATAAT TATGACAGAG ATATTGAGTT 18 0 
GTTAATATAT ATATATATAT ATATATATAT ATATATATAT ATATATATAT ATATATATAT 240 
ATATATATAT ATATTTTTTT TTGTGTGTGT GAAAATTTAA AAAATAAAAG AATAAATATT 3 00 
ATATAGAGAA AATGAATTTA TAAGAGATGT GATTCATTTT TCTATTGTTT TACGGTTTTT 3 60 
TTCGATGAAT ATCTAATGTT AATGTCTCTT AAATCTCGAA TGATTGTCTT ATCGATATTT 420 
ATGGATCTCA CTCTTCGAAG TCTCCAATGG TATAAGAGTT CTGTTGTTAA ATTTTGGTGA 480 
ATACACCTTT ACACGTCTCA TTTGTCAAGT CCTAGATGTT AGGGAGTGTG TTAAAAGTGT 540 
CGGTATTAAA CATTATATAT TTAAAATATT TTATAAATCG GATAACTCAT CGGTCTACAA 60 0 
ATCAATTTTG TAGAGTTGAA TTACATTCGA TC AC ATTTTT AAAATATATA TTTTTTAAAT 660 
TAAATTTAAT ATTTTTGGAG ATAAAACATT AGTATTAACT AAAATTC TAT ACAATTAACT 72 0 
AATTTGAGAA AAAATTAATT AATAGATCAC ATAGCCACCT TACCTCATTG GACTAAACGT 780 
CAAGGTCTTC TAAGAGAATT TGAGTTACAT CACACCCCAA AATTTTAATT TAATAAATAT 840 
TTATTATATT TGTC TT AT AT ATCTTACAAT TTTTTATTAG ATTCTTTGAA AGAAAAATAA 9 00 
ATAAGTTTGA ATTGTTTTCA AATAAATTAA ATTAAGATTT TTCTTCTTCT CTTATAAAAG 9 60 

GGCAATACAA CCATAGTCTA AACCAAATCC TTCCACTCCT TCTTTACTTT CAAGTTCCAA 1020 

TAGCTAAGTA ATAAAATGGG TTCCAAACTT CCAGTACTGT TTGTTTTTGT GATGTTGTTT 1080 
MG SKL PVLF VFV MLF 15 

GCTTTAAGTT CAGCCATTCC AAACAAGAGA AAGCCATATA AACCATGCAA AAACCTAGTC 114 0 
ALSS AIP NKR KPYK PCK NLV 35 

CTTTATTTTC ATGATATACT TTACAATGGA AAGAATGCAG CAAATGCAAC ATCAGCAATA 1200 
LYFH DIL Y N. G KNAA NAT SAI 55 

GTAGCAGCTC CAGAAGGTGT TAGTTTAACT AAATTGGCAC CTCAATCCCA CTTTGGTAAC 1260 
VAAP EGV SLT KLAP QSH FGN 75 

ATAATAGTTT TTGATGACCC TATCACATTA AGCCATAGCC TTTCTTCAAA ACAAGTTGGA 132 0 
I I V F DDP ITL SHSL SSK QVG 95 

AGAGCACAAG GGTTTTATAT TTATG AT AC C AAAAACACAT ACACTTCTTG GCTTAGTTTC 13 80 
RAQG FYI YDT KNTY TSW LSF 115 

ACTTTTGTTC TTAATAGCAC TCATCATCAA GGAACCATTA CTTTTGCTGG AGCTGACCCA 1440 
TFVL NST HHQ GTIT FAG ADP 135 

ATTGTCGCCA AAACTAGAGA TATTTC TGTC AC TGGTGGT A CTGGAGATTT CTTTATGCAT 1500 
IVAK TRD ISV TGGT GDF FMH 155 

AGAGGAATTG CTACTATTAC CACTGATGCC TTTGAAGGCG AGGCTTATTT TCGACTTGGT 15 60 
RGIA TIT TDA FEGE AYF RLG 175 

GTTTACATCA AGTTCTTTGA GTGTTGGTAA CTATCAAATT AAGTACTACT TGCTATAGTA 162 0 
VYIK FFE C W * 184 

AAACCAATTA AATTTGAAGT TAAATTGTTG TTGTCTCTTT TCATGTTGTG TTTTTTAATT 1680 

AATTAGCCCA GAAAGTATAC TTTGTACTTT TTTATTCTCT AAGATTATTA TCAATAAATG 17 40 

AAGATTCTAT TAACTATTTT CTTTTTTTAG AATAAGCATA TCACTTTTTC ATATTGACTT 1800 

ATAAGATAAA TAAATTCTTG TCAATATTAT TTTTCAAACA ACACAAAAAT TATAAATGAC 1860 

ATTGAATCGA CATAAGTAGC TAAGCACACA CATGTAAATG AAACCGTGTA GGAGGATTGG 192 0 

AAGAGTTATT AGCTGAAGTG GATGAGGATT GAGTCTGACA GTTACTATTT TCCTAGTCTA 19 80 

AAAGTCCATG GCAAACACCA TGAGTGCAAA AC TGGTTG AA CGTGGGTATA ACTCAAATCA 2 04 0 

AATAATC TC A ACAATTTCTT TTCTTCAAAT CCTCACATCT AAAGCTTGTG ACGAAAATTA 210 0 

ATCATAAATG ATATCTCTTT GTACTTCTTT TGTTCTCTGT 2140 

FIGURE 8 - PRIOR ART 
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Pea defensin cDNA sequence DRR23 0-a 

Protein coding sequence is shown in translation. 
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FIGURE 9 - PRIOR ART 
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